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Abstract 
Objectives: EWS/FLI-1 fusion mainly appears in Ewing’s sarcoma or the primitive neuroectodermal tumors and represents a 
genomic marker for these tumors. However, it can appear with lower frequency in other soft tissue tumors. The paper investigates 
the presence of EWS/FLI-1 fusion in clinically diagnosed sarcoma belonging to different non-Ewing connective tissue tumors in order 
to search for a possible new biomarker valuable for investigators. 
Methodology: 20 patients with soft tissue tumors, who underwent surgery, were tested. Intra-operative samples of normal and 
tumor tissue were collected for histopathological diagnosis and genetics determinations. The patients’ RNA from tumor and normal 
peritumoral tissue was extracted and EWS/FLI-1 fusion screened by quantitative real-time PCR. The relative expression of the fusion 
in the tumor sample was compared to the similar expression in normal tissue. 
Results: The amplification in the threshold zone was shown by 5 samples (25%): 2 clear cell sarcoma, 1 fibrosarcoma, 1 malignant 
tumor of nerve sheath, 1 metastatic adenocarcinoma. We differentiated between the unspecific amplification and concluded that 
these are weak positive results.  
Conclusions: Genomic investigation may establish the tumor malignancy and its possible affiliation earlier than histopathology. It 
can support the screening of EWS/FLI-1 fusion in a larger variety of clinically diagnosed soft tissue tumors.  
Keywords: EWS/FLI-1 fusion, soft tissue tumors, genomic investigation 
 
Introduction 

The chromosomal translocation t(11;22)(q24,q12) or EWS/FLI-1 fusion is mainly developed in Ewing’s sarcoma 
(ES) or primitive neuroectodermal tumors (PNET) and can represent a genomic diagnostic marker for these tumors [1-3]. 
The translocation results in the fusion of the N-terminal region of the EWS (Ewing’s sarcoma) gene with the DNA binding 
domain of the proto-oncogene FLI-1 (Friend leukemia integration site 1) [4]. The EWS gene is located on chromosome 
22, encoding a protein that couples RNA, while FLI-1 gene is localized on chromosome 11, being a member of the ETS 
(E twenty-six) family of transcription factors. EWS protein in normal cells is involved in gene expression, after binding to 
RNA [5], and FLI-1 protein is attached to DNA and regulates transcription, controlling cell growth [6]. The translocation 
t(11, 22) is followed by the formation of a chimeric protein, EWS1/FLI-1, which influences the transcription, generating 
uncontrolled cell division and abnormal maturation and leads to malignant transformation [7-9]. This fusion protein has 
the potential to promote tumorigenesis by activating the transcription of an aberrant FLI-1 factor [10,11].  

In terms of EWS/FLI-1 translocation, positive cells present a gene amplification detectable by RT-PCR in the 
bone marrow and peripheral blood of patients with ES and PNET with or without metastasis [12]. The molecular 
detection of EWS/FLI-1 fusion is valuable in the differential diagnosis of small cell tumors and ES staging and prognosis 
[13]. Although it is characteristic of ES, the fusion can appear with a lower frequency in soft-tissue sarcoma with clear 
cells (soft tissue melanoma) [14,15] or Ewing family tumors (neuroectodermal tumors, bone sarcomas) [16].  

Considering that clinical features of ES may resemble those of the other types of sarcomas or some 
adenocarcinoma tumors, it is interesting to study the presence of the fusion in clinically diagnosed sarcomas which 
belong to different types of connective tissue tumors. In this study, we tried to detect EWS/FLI-1 fusion in non-Ewing soft 
tissue tumors, in order to search for a possible new biomarker valuable for investigators. 
 
Materials and Methods 
Patients 

20 patients with soft tissue tumors, hospitalized in “Foişor” Orthopedics Clinical Hospital in Bucharest were 
tested during January 2013-May 2014. All the patients underwent surgery, and intra-operative samples of tumor tissue 
and normal peritumoral tissue were collected for histopathological diagnosis and genetics determinations.  

Table 1 presents the distribution of cases in the study in terms of final histopathological diagnosis. 
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Table 1. Investigated casuistry 
Type of tumor * No. of cases 
Liposarcoma 2 
Giant cell tumor 2 
Fibrosarcoma 2 
Malignant tumors of nerve sheath 2 
Clear cell sarcoma 2 
Undifferentiated sarcoma 1 
Metastatic adenocarcinoma 3 
Multiple myeloma 1 
Benign tumors 5 

* Histopathological diagnosis 

 All the subjects gave an informed consent before their inclusion in the study. The study was approved by the 
institution’s ethics committee. 
 

RNA extraction from biological samples 
Fresh harvested tumor and normal tissue were immediately placed in 1 ml cryovials (Nalgene Nunc, Penfield, 

NY, USA) with RNA later stabilizer (Qiagen GmbH, Hilden, Germany) and maintained overnight at 2-80C. After removing 
the stabilizing reagent, tissues were kept at -800C (ScienTemp freezer, Adrian, MI, USA).  

The RNA extraction was performed with RNeasy Mini Kit (Qiagen Sciences, Maryland, USA). Approximately 30 
mg of tissue were suspended in 600µL lysis buffer (Buffer RLT) and homogenized with a TissueRuptor homogenizer. 
The lysate was subsequently centrifuged for 3 minutes at 10,000 g and the supernatant was transferred by pipetting into 
a microcentrifuge tube, with 600µL 70% ethanol (Chimopar, Bucharest, Romania). The sample was then transferred to a 
separation column (RNeasy spin column) and centrifuged at 8000 g in RW1 Buffer (15 sec.) and RPE Buffer (15 sec. 
and 2 min.). RNA elution was performed with 50μL nuclease-free water by 1 min. centrifugation at 8000 g. 

The removal of the contaminating genomic DNA was performed with 2U DNase Turbo for 10μg RNA in 50μL 
volume and was followed by a treatment with DNase inactivation agent (Turbo DNA free kit, Ambion - Life Technologies, 
Carlsbad, CA, USA). 

The RNA extracts concentration was determined by UV absorbance at 230-350 nm in EPOCH Multi-Volume 
spectrophotometer (Biotek, Winooski, VT, USA). The extract quality was determined based on the OD260/OD280 optical 
densities ratio (with an average value of 1.94 ± 0.23). After the determinations, all the RNA samples extracted were 
considered adequate in terms of quality and quantity.  
 
Detection of EWS/FLI-1 fusion  

EWS/FLI-1 fusion was screened by quantitative real-time PCR (qPCR) with Rotor Gene 6000 thermocycler 
(Corbett Life Science, Qiagen Sciences, Maryland, USA) using the TaqMan RNA-to-Ct 1-Step Kit (Applied Biosystems - 
Life Technologies, Carlsbad, CA, USA), with Hs03024497_ft primer specific for fusion. PCR data normalization was 
performed by using 18S rRNA gene reference and Hs03928990_g1 primer. A RNA sample from the tumor tissue and a 
RNA sample from the normal peritumoral tissue were analyzed in duplicate in each case. Each set of determinations 
included a duplicate with no complementary DNA negative control (NTC). The thermal cycling conditions (profile of 
polymerization reaction) are shown in Table 2.  
 

Table 2. Thermal cycling conditions (profile of polymerization reaction) 
Stage Step Temp (0C) Time No. of cycles  
Holding Reverse-transcription 48 15 min. 1 

Holding 
Activation of AmpliTaq 
Gold® DNA Polymerase 

95 10 min. 1 

Cycling 

Denature 95 15 sec. 

40 
Anneal/Extend 60 

1 min. 
Fluorescent signaling 
detection 

 

Data analysis was performed with Rotor-Gene 6000 software (Corbett Life Science), determining the relative 
expression of EWS1/FLI-1 fusion in the test sample (with possibly fusion) compared to the similar expression in normal 
tissue (ΔΔCt method). 
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Results 
 The fluorescence signals obtained for NTC, internal controls (reference genes), normal tissue RNA sample and 
tumor tissue RNA sample were analyzed in Green fluorescence channel. All reference genes were amplified with signals 
in Green fluorescence channel, while the NTC negative controls did not have a positive fluorescent signal (Fig. 1). Thus, 
the experiments were considered valid.  

 
Fig. 1 Quantitative analysis on Green fluorescence channel for reference genes and NTC 

RT-qPCR at RotorGene 6000 termocycler with TaqMan RNA-to-Ct 1-Step Kit and Hs03928990_g1- TaqMan Gene Expression 
Assay. The cycling kit threshold (Ct) is featured pointed 

 
 The patients RNAs were analyzed by qPCR for EWS/FLI-1 fusion (Fig. 2). Fluorescent signals in the threshold 
zone were shown by 5 samples (25%) (Fig. 2c,2e,3). In these patients, the Cycle threshold (Ct) values were located 
around the kit Ct (Table 3). Cases were: 2 clear cell sarcoma, 1 fibrosarcoma, 1 malignant tumor of nerve sheath and 1 
metastatic adenocarcinoma.  
 
 

 
          a 

 

 
           b 

 

 
          c 

 

 
         d 

 

 
                                                           e 

Fig. 2 Quantitative analysis on Green fluorescent channel for RNA samples (normal tissue RNA / tumor tissue RNA). 
a. Cases no. 3, 4; b. Cases no. 5-9; c. Cases no. 10-14; d. Cases no. 15-19; e. Cases no. 20-22 

RT-qPCR at RotorGene 6000 termocycler with TaqMan RNA-to-Ct 1-Step Kit and Hs03024497_ft - TaqMan Gene Expression Assay 
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Fig. 3 Distribution of EWS/FLI-1 fusion in studied cases 

RT-qPCR practiced on RNA samples from 20 patients with soft tissue tumors 

 

Table 3. Ct values of qPCR amplified results 

Case no. Sample* Reference gene Ct  Sample Ct  

11 N 9.08 -
T 4.67 40.64

12 N 5.44 -
T 3.87 45.07

13 N 12.55 -
T 4.52 39.56

14 N 5.43 -
T 4.21 48.05

22 N 8.09 -
T 7.49 41.17

                                 * N = normal tissue RNA, T = tumor RNA 
  

In order to distinguish non-specific amplification, the five cases were analyzed in terms of technical conditions 
and tumor characteristics (Table 4). The technical conditions of the test were appropriate and the appearance of the 
amplification curve was similar to that of the reference genes. In addition, considering that the tumors showed high 
malignant potential, we concluded that these amplifications could be interpreted to represent rather weak positive results 
than non-specific amplifications. 

 
Table 4. Characteristics of 5 cases with qPCR weak amplification 

Case no. Final diagnosis Age Gender  
Periosteal or  
bone shaft invasion  

Metastasis 

11 Fibrosarcoma 70 M No No 
12 Clear cell sarcoma 31 F No No 
13 Clear cell sarcoma 58 F No No 

14 Metastatic adenocarcinoma 47 M 
Yes 
(periosteum, shaft) 

- 

22 Malignant tumor of nerve sheath 56 F No No 
 
Discussion 

Although characteristic to ES, the EWS/FLI-1 fusion may also occur with a lower frequency in other types of 
tumors (clear cell sarcoma, PNET, Askin tumor of the chest wall). Therefore, it is interesting to study the occurrence of 
the fusion in clinically diagnosed sarcomas belonging to other categories of connective tissue tumors.  
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 The EWS/FLI-1 fusion presence is achieved by molecular methodology with qPCR [17], by using the RNA 
extracted from the tumor material as a biological sample. The identification of the gene modification is made by means of 
a primer consisting of a specific short chain of nucleotides complementary to a target sequence on the fused gene [18]. If 
the fusion is present, the probe is engaged in the target sequence, whose copies are amplified.  
 According to our results, 5 cases of 20, assessed by qPCR for EWS/FLI-1 fusion, showed gene amplifications 
occurring in the marginal range (“gray area”) of positivity (Ct between 39-45). To differentiate between unspecific 
amplification and a weak positive result, each sample was analyzed in terms of technical standpoint (test parameters), 
the patient's clinical course and the tumor appearance on physical and intraoperative examination. The histopathological 
examination was considered as a corollary of these data, confirming the correctness of clinical assumptions and 
molecular biology data.  
 The analysis of histopathological diagnoses of the five cases revealed that the patients had different types of 
soft tissue tumors, but not ES (Table 3). In 4 of these cases, the presence of a tumor from Ewing family or the other 
above cited soft tissue tumors was found. These types of tumors are mentioned in literature and may present EWS/FLI-1 
fusion [12,14-16]. 4 primary tumors showed no signs of invasion in the periosteum or bone shaft and no metastases, 
while 1 tumor was metastasis itself.   
 Several conditions would explain why the PCR amplification started later, at the limit of the kit cycles range. 
Considering the clinical and histopathological data, it may be concluded that the tumors were in a relatively early or 
medium stage of development. Consequently, the fusion may not be represented in all tumor cells, but only in a small 
number of them with increased malignant potential due to this fusion. It is possible that the number of tumor cells was 
not sufficient to generate a massive presence of mutant RNA sequences. Furthermore, if the tumors were not ES, the 
degree of fusion could be reduced, these tumors being characterized by a significant presence of other types of 
translocations not investigated in this study: t(9,22), t(11,22), t(12,22), t(12,16), t(X,18) [19]. 
 One positive case was a secondary tumor, metastasis of an adenocarcinoma with an undetermined location. 
Thus, there was an interesting problem, namely whether the fusion could occur in the epithelial tumors with metastases 
in the soft tissue. We suggested that the fusion could occur in these tumors as a result of local factors in which 
metastasis developed (subcutaneous tissue, fat, bone, cartilage). It could be an example of transformation under the 
influence of tumor environment. 
 In the cases investigated, the diagnosis of sarcoma was first clinically established, but it was difficult to make a 
distinction regarding the variety of sarcoma. This diagnostic completion is generally provided by histopathological 
examination. If the tumor is excised, or even before surgery (when biopsy is practiced), genomic investigation may 
establish the malignancy of the tumor and its possible affiliation earlier than histopathology. It can determine whether the 
clinically diagnosed tumor is part of the group that presented the EWS/FLI-1 fusion.  
 This paper suggests that the genomic investigation of patients with soft tissue tumors is useful to guide the 
diagnosis before the histopathological examination. It should be considered that histopathology can sometimes be 
ambiguous in terms of proliferating cell type, and the tumor may fall into several categories of sarcomas. As a result, 
these considerations can justify the proposal of the screening of EWS/FLI-1 fusion in a larger variety of soft tissue 
tumors. In this case, besides the immunohistochemical assays, genomics investigation may determine tumor 
malignancy. 
 
Acknowledgement  

This paper is partly supported by the Sectorial Operational Programme Human Resources Development 
(SOPHRD), financed by the European Social Fund and the Romanian Government under the contract number POSDRU 
141531 (a fellowship awarded to Radu Huică, MD). 
 
Conflict of interest 

The authors declare that they have no conflict of interest. 
 

References 
1. Amaral AT, Manara MC, Berghuis D, Ordóñez JL, Biscuola M, Lopez-García MA et al. Characterization of Human Mesenchymal Stem 

Cells from Ewing Sarcoma Patients. Pathogenetic Implications. PLoS ONE. 2014;9(2):e85814. 
2. Van der Ent W, Jochemsen AG, Teunisse AF, Krens SG, Szuhai K, Spaink HP et al. Ewing sarcoma inhibition by disruption of EWS1–FLI 

transcriptional activity and reactivation of p53. J Pathol. 2014;233(4):415-24.  
3. de Alava E, Kawai A, Healey JH, Fligman I, Meyers PA, Huvos AG et al. EWS/FLI fusion transcript structure is an independent 

determinant of prognosis in Ewing’s sarcoma. JCO. 1998;16(4):1248-55. 
4. Birindeli ES, Aiello A, Lavarino C, Sozzi G, Pilotti S, Pierotti MA. Genetic markers in Sporadic tumors in: Principles of Molecular Oncology, 

2000, Humana Press Inc, Totowa, New Jersey, 07512, 45-74. 
5. EWS1 - EWS RNA-binding protein 1 [Internet]. Genetics Home Reference 2014 [cited 2014 Jul 28]. Available from: 

http://ghr.nlm.nih.gov/gene/EWS1. 



Journal of Medicine and Life Volume 7, Special Issue 3, 2014 

119 

6. Lee AF, Hayes MM, LeBrun D, Espinosa I, Nielsen GP, Rosenberg AE et al. FLI-1 Distinguishes Ewing Sarcoma From Small Cell 
Osteosarcoma and Mesenchymal Chondrosarcoma. Appl Immunohistochem Mol Morphol. 2011;19(3):233-8. 

7. Tanaka K, Iwakuma T, Harimaya K, Sato H, Iwamoto Y. EWS/FLI antisense oligodeoxynucleotide inhibits proliferation of human Ewing’s 
sarcoma and primitive neuroectodermal tumor cells. J Clin Invest. 1997;99(2):239-47. 

8. Riggi N, Suvà ML, Vito CD, Provero P, Stehle JC, Baumer K et al. EWS/FLI-1 modulates miRNA145 and SOX2 expression to initiate 
mesenchymal stem cell reprogramming toward Ewing sarcoma cancer stem cells. Genes Dev. 2010;24(9):916-32. 

9. Zhou Z, Yu L, Kleinerman ES. EWS/FLI-1 regulates the neuronal repressor gene REST, which controls Ewing sarcoma growth and vascular 
morphology. Cancer. 2014;120(4):579-88. 

10. May WA, Gishizky ML, Lessinck SL et al. Ewing sarcoma 11;22 translocation produces a chimeric transcription factor that requires the 
DNA-binding domain encoded by FLI for transformation. Proc Natl Acad Sci USA. 1993;90:5752-56. 

11. Sorensen PHB, Lessnick SL, Lopez-Terrada D et al. A second Ewing's sarcoma translocation, t(21;22), fuses the EWS gene to another 
ETS-family transcription factor, ERG. Nat Genet. 1994; 6:146-51. 

12. West DC, Grier HE, Michelle MS et al. Detection of circulating tumor cells in patients with Ewing's sarcoma and peripheral primitive 
neuroectodermal tumor. J Clin Oncol. 1997;15:583-8. 

13. Dockhorn-Dworniczak B, Schafer KL, Dantcheva R et al. Diagnostic value of the molecular genetic detection of the t(ll;22) translocation in 
Ewing's tumours. Virchows Arch. 1994;425:107-12. 

14. Goidin D, Mamessier A, Staquet MJ, Schmitt D, Berthier-Vergnes O. Ribosomal 18S RNA Prevails over Glyceraldehyde-3-Phosphate 
Dehydrogenase and β-Actin Genes as Internal Standard for Quantitative Comparison of mRNA Levels in Invasive and Noninvasive Human 
Melanoma Cell Subpopulations. Analyt Bioch. 2001;295(1):17-21.  

15. Zhu X, Yuan M, Shakeel M, Zhang Y, Wang S, Wang X et al. Selection and Evaluation of Reference Genes for Expression Analysis Using 
qRT-PCR in the Beet Armyworm Spodoptera exigua (Hübner) (Lepidoptera: Noctuidae). PLoS ONE. 2014;9(1):e84730. 

16. Ushigome S, Machinami R, Sorensen PH. Ewing Sarcoma/ Primitive neuroectodermal tumour (PNET) in: Pathology and Genetics of 
Tumours of Soft Tissue and Bone, 2002, International Agency for Research on Cancer (IARC) Press, 69008, Lyon, France, 298-300. 

17. Newby R, Rowe D, Paterson L, Farquharson MA, MacDuff E, Coupe A et al. Cryptic EWS1-FLI fusions in Ewing sarcoma: potential pitfalls 
in the diagnostic use of fluorescence in situ hybridization probes. Cancer Genet Cytogenet. 2010;200 (1):60-4. 

18. Hu-Lieskovan S, Heidel JD, Bartlett DW, Davis ME, Triche TJ. Sequence-Specific Knockdown of EWS/FLI by Targeted, Nonviral Delivery 
of Small Interfering RNA Inhibits Tumor Growth in a Murine Model of Metastatic Ewing’s Sarcoma. Cancer Res. 2005;65(19):8984-92.  

19. Brohl AS, Solomon DA, Chang W, Wang J, Song Y, Sindiri S et al. The Genomic Landscape of the Ewing Sarcoma Family of Tumors 
Reveals Recurrent STAG2 Mutation. PLoS Genet. 2014;10(7):e1004475. 

 
 
 
 
  
 

 
 



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /ACaslonPro-Bold
    /ACaslonPro-BoldItalic
    /ACaslonPro-Italic
    /ACaslonPro-Regular
    /ACaslonPro-Semibold
    /ACaslonPro-SemiboldItalic
    /AdobeArabic-Bold
    /AdobeArabic-BoldItalic
    /AdobeArabic-Italic
    /AdobeArabic-Regular
    /AdobeFangsongStd-Regular
    /AdobeFanHeitiStd-Bold
    /AdobeGothicStd-Bold
    /AdobeHebrew-Bold
    /AdobeHebrew-BoldItalic
    /AdobeHebrew-Italic
    /AdobeHebrew-Regular
    /AdobeHeitiStd-Regular
    /AdobeKaitiStd-Regular
    /AdobeMingStd-Light
    /AdobeMyungjoStd-Medium
    /AdobeSongStd-Light
    /AGaramondPro-Bold
    /AGaramondPro-BoldItalic
    /AGaramondPro-Italic
    /AGaramondPro-Regular
    /AgencyFB-Bold
    /AgencyFB-Reg
    /Aharoni-Bold
    /Algerian
    /Andalus
    /AngsanaNew
    /AngsanaNew-Bold
    /AngsanaNew-BoldItalic
    /AngsanaNew-Italic
    /AngsanaUPC
    /AngsanaUPC-Bold
    /AngsanaUPC-BoldItalic
    /AngsanaUPC-Italic
    /Aparajita
    /Aparajita-Bold
    /Aparajita-BoldItalic
    /Aparajita-Italic
    /ArabicTypesetting
    /Arial-Black
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ArialRoundedMTBold
    /ArialUnicodeMS
    /BaskOldFace
    /Batang
    /BatangChe
    /Bauhaus93
    /BellMT
    /BellMTBold
    /BellMTItalic
    /BerlinSansFB-Bold
    /BerlinSansFBDemi-Bold
    /BerlinSansFB-Reg
    /BernardMT-Condensed
    /BirchStd
    /BlackadderITC-Regular
    /BlackoakStd
    /BodoniBT-Bold
    /BodoniBT-BoldItalic
    /BodoniBT-Book
    /BodoniBT-BookItalic
    /BodoniMT
    /BodoniMTBlack
    /BodoniMTBlack-Italic
    /BodoniMT-Bold
    /BodoniMT-BoldItalic
    /BodoniMTCondensed
    /BodoniMTCondensed-Bold
    /BodoniMTCondensed-BoldItalic
    /BodoniMTCondensed-Italic
    /BodoniMT-Italic
    /BodoniMTPosterCompressed
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolSeven
    /BradleyHandITC
    /BremenBT-Bold
    /BritannicBold
    /Broadway
    /BrowalliaNew
    /BrowalliaNew-Bold
    /BrowalliaNew-BoldItalic
    /BrowalliaNew-Italic
    /BrowalliaUPC
    /BrowalliaUPC-Bold
    /BrowalliaUPC-BoldItalic
    /BrowalliaUPC-Italic
    /BrushScriptMT
    /BrushScriptStd
    /Calibri
    /Calibri-Bold
    /Calibri-BoldItalic
    /Calibri-Italic
    /Calibri-Light
    /Calibri-LightItalic
    /CalifornianFB-Bold
    /CalifornianFB-Italic
    /CalifornianFB-Reg
    /CalisMTBol
    /CalistoMT
    /CalistoMT-BoldItalic
    /CalistoMT-Italic
    /Cambria
    /Cambria-Bold
    /Cambria-BoldItalic
    /Cambria-Italic
    /CambriaMath
    /Candara
    /Candara-Bold
    /Candara-BoldItalic
    /Candara-Italic
    /Castellar
    /CavaleroBT-Roman
    /Centaur
    /Century
    /Century725BT-RomanCondensed
    /Century751BT-BoldB
    /Century751BT-BoldItalicB
    /Century751BT-ItalicB
    /Century751BT-No2ItalicB
    /Century751BT-RomanB
    /Century751BT-RomanNo2B
    /Century751BT-SemiBold
    /Century751BT-SemiBoldItalicB
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturySchlbkCyrillicBT-Bold
    /CenturySchlbkCyrillicBT-BoldIt
    /CenturySchlbkCyrillicBT-Italic
    /CenturySchlbkCyrillicBT-Roman
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbook-Italic
    /ChaparralPro-Bold
    /ChaparralPro-BoldIt
    /ChaparralPro-Italic
    /ChaparralPro-Regular
    /CharlemagneStd-Bold
    /Chiller-Regular
    /ClarendonBT-Black
    /ClarendonBT-Bold
    /ClarendonBT-Light
    /ClarendonBT-Roman
    /ColonnaMT
    /ComicSansMS
    /ComicSansMS-Bold
    /Consolas
    /Consolas-Bold
    /Consolas-BoldItalic
    /Consolas-Italic
    /Constantia
    /Constantia-Bold
    /Constantia-BoldItalic
    /Constantia-Italic
    /CooperBlack
    /CooperBlackStd
    /CooperBlackStd-Italic
    /CopperplateGothic-Bold
    /CopperplateGothic-Light
    /Corbel
    /Corbel-Bold
    /Corbel-BoldItalic
    /Corbel-Italic
    /CordiaNew
    /CordiaNew-Bold
    /CordiaNew-BoldItalic
    /CordiaNew-Italic
    /CordiaUPC
    /CordiaUPC-Bold
    /CordiaUPC-BoldItalic
    /CordiaUPC-Italic
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /CurlzMT
    /DaunPenh
    /David
    /David-Bold
    /DeVinneBT-Text
    /DFGothic-EB-WIN-RKSJ-H
    /DFKaiSho-SB-WIN-RKSJ-H
    /DFKaiShu-SB-Estd-BF
    /DFMincho-SU-WIN-RKSJ-H
    /DFMincho-UB-WIN-RKSJ-H
    /DFMincho-W5-WIN-RKSJ-H
    /DFPOP1-W9-WIN-RKSJ-H
    /DilleniaUPC
    /DilleniaUPCBold
    /DilleniaUPCBoldItalic
    /DilleniaUPCItalic
    /DokChampa
    /Dotum
    /DotumChe
    /Ebrima
    /Ebrima-Bold
    /EdwardianScriptITC
    /Elephant-Italic
    /Elephant-Regular
    /EmbassyBT-Regular
    /EngraversGothicBT-Regular
    /EngraversMT
    /ErasITC-Bold
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /EstrangeloEdessa
    /EucrosiaUPC
    /EucrosiaUPCBold
    /EucrosiaUPCBoldItalic
    /EucrosiaUPCItalic
    /EuphemiaCAS
    /Exotic350BT-Bold
    /Exotic350BT-DemiBold
    /FangSong
    /FelixTitlingMT
    /FootlightMTLight
    /ForteMT
    /FranklinGothic-Book
    /FranklinGothic-BookItalic
    /FranklinGothic-Demi
    /FranklinGothic-DemiCond
    /FranklinGothic-DemiItalic
    /FranklinGothic-Heavy
    /FranklinGothic-HeavyItalic
    /FranklinGothic-Medium
    /FranklinGothic-MediumCond
    /FranklinGothic-MediumItalic
    /FrankRuehl
    /Freehand521BT-RegularC
    /FreesiaUPC
    /FreesiaUPCBold
    /FreesiaUPCBoldItalic
    /FreesiaUPCItalic
    /FreestyleScript-Regular
    /FrenchScriptMT
    /FuturaBT-Bold
    /FuturaBT-BoldItalic
    /FuturaBT-Book
    /FuturaBT-BookItalic
    /FuturaBT-Medium
    /FuturaBT-MediumItalic
    /Gabriola
    /Garamond
    /Garamond-Bold
    /Garamond-Italic
    /Gautami
    /Gautami-Bold
    /Geometric212BT-BookCondensed
    /Geometric212BT-HeavyCondensed
    /Geometric415BT-BlackA
    /Geometric706BT-BlackCondensedB
    /GeometricSlab703BT-Bold
    /GeometricSlab703BT-BoldCond
    /GeometricSlab703BT-BoldItalic
    /GeometricSlab703BT-Medium
    /GeometricSlab703BT-MediumCond
    /GeometricSlab703BT-MediumItalic
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /GiddyupStd
    /Gigi-Regular
    /GillSansMT
    /GillSansMT-Bold
    /GillSansMT-BoldItalic
    /GillSansMT-Condensed
    /GillSansMT-ExtraCondensedBold
    /GillSansMT-Italic
    /GillSans-UltraBold
    /GillSans-UltraBoldCondensed
    /Gisha
    /Gisha-Bold
    /GloucesterMT-ExtraCondensed
    /GoudyOldStyleT-Bold
    /GoudyOldStyleT-Italic
    /GoudyOldStyleT-Regular
    /GoudyStout
    /Gulim
    /GulimChe
    /Gungsuh
    /GungsuhChe
    /Haettenschweiler
    /HandOfSeanDemo
    /HarlowSolid
    /Harrington
    /Helvetica
    /Helvetica-Bold
    /Helvetica-BoldOblique
    /Helvetica-Light
    /Helvetica-LightOblique
    /Helvetica-Oblique
    /HighTowerText-Italic
    /HighTowerText-Reg
    /HoboStd
    /Humanist521BT-Bold
    /Humanist521BT-BoldItalic
    /Humanist521BT-Italic
    /Humanist521BT-Light
    /Humanist521BT-LightItalic
    /Humanist521BT-Roman
    /Humanist777BT-BlackB
    /Humanist777BT-BlackCondensedB
    /Humanist777BT-BoldCondensedB
    /Humanist777BT-LightB
    /Humanist777BT-RomanB
    /Humanist777BT-RomanCondensedB
    /Impact
    /ImprintMT-Shadow
    /InformalRoman-Regular
    /IrisUPC
    /IrisUPCBold
    /IrisUPCBoldItalic
    /IrisUPCItalic
    /IskoolaPota
    /IskoolaPota-Bold
    /JasmineUPC
    /JasmineUPCBold
    /JasmineUPCBoldItalic
    /JasmineUPCItalic
    /Jokerman-Regular
    /JuiceITC-Regular
    /KaiTi
    /Kalinga
    /Kalinga-Bold
    /Kartika
    /Kartika-Bold
    /KaufmannBT-Regular
    /KhmerUI
    /KhmerUI-Bold
    /KodchiangUPC
    /KodchiangUPCBold
    /KodchiangUPCBoldItalic
    /KodchiangUPCItalic
    /Kokila
    /Kokila-Bold
    /Kokila-BoldItalic
    /Kokila-Italic
    /KozGoPr6N-Bold
    /KozGoPr6N-ExtraLight
    /KozGoPr6N-Heavy
    /KozGoPr6N-Light
    /KozGoPr6N-Medium
    /KozGoPr6N-Regular
    /KozGoPro-Bold
    /KozGoPro-ExtraLight
    /KozGoPro-Heavy
    /KozGoPro-Light
    /KozGoPro-Medium
    /KozGoPro-Regular
    /KozMinPr6N-Bold
    /KozMinPr6N-ExtraLight
    /KozMinPr6N-Heavy
    /KozMinPr6N-Light
    /KozMinPr6N-Medium
    /KozMinPr6N-Regular
    /KozMinPro-Bold
    /KozMinPro-ExtraLight
    /KozMinPro-Heavy
    /KozMinPro-Light
    /KozMinPro-Medium
    /KozMinPro-Regular
    /KristenITC-Regular
    /KunstlerScript
    /LaoUI
    /LaoUI-Bold
    /Latha
    /Latha-Bold
    /LatinWide
    /Leelawadee
    /Leelawadee-Bold
    /LetterGothicStd
    /LetterGothicStd-Bold
    /LetterGothicStd-BoldSlanted
    /LetterGothicStd-Slanted
    /LevenimMT
    /LevenimMT-Bold
    /LilyUPC
    /LilyUPCBold
    /LilyUPCBoldItalic
    /LilyUPCItalic
    /LithosPro-Black
    /LithosPro-Regular
    /LucidaBright
    /LucidaBright-Demi
    /LucidaBright-DemiItalic
    /LucidaBright-Italic
    /LucidaCalligraphy-Italic
    /LucidaConsole
    /LucidaFax
    /LucidaFax-Demi
    /LucidaFax-DemiItalic
    /LucidaFax-Italic
    /LucidaHandwriting-Italic
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-Typewriter
    /LucidaSans-TypewriterBold
    /LucidaSans-TypewriterBoldOblique
    /LucidaSans-TypewriterOblique
    /LucidaSansUnicode
    /Magneto-Bold
    /MaiandraGD-Regular
    /MalgunGothic
    /MalgunGothicBold
    /MalgunGothicRegular
    /Mangal
    /Mangal-Bold
    /Marlett
    /MaturaMTScriptCapitals
    /Meiryo
    /Meiryo-Bold
    /Meiryo-BoldItalic
    /Meiryo-Italic
    /MeiryoUI
    /MeiryoUI-Bold
    /MeiryoUI-BoldItalic
    /MeiryoUI-Italic
    /MesquiteStd
    /MicrosoftHimalaya
    /MicrosoftJhengHeiBold
    /MicrosoftJhengHeiRegular
    /MicrosoftNewTaiLue
    /MicrosoftNewTaiLue-Bold
    /MicrosoftPhagsPa
    /MicrosoftPhagsPa-Bold
    /MicrosoftSansSerif
    /MicrosoftTaiLe
    /MicrosoftTaiLe-Bold
    /MicrosoftUighur
    /MicrosoftYaHei
    /MicrosoftYaHei-Bold
    /Microsoft-Yi-Baiti
    /MingLiU
    /MingLiU-ExtB
    /Ming-Lt-HKSCS-ExtB
    /Ming-Lt-HKSCS-UNI-H
    /MinionPro-Bold
    /MinionPro-BoldCn
    /MinionPro-BoldCnIt
    /MinionPro-BoldIt
    /MinionPro-It
    /MinionPro-Medium
    /MinionPro-MediumIt
    /MinionPro-Regular
    /MinionPro-Semibold
    /MinionPro-SemiboldIt
    /Miriam
    /MiriamFixed
    /Mistral
    /Modern-Regular
    /MongolianBaiti
    /MonotypeCorsiva
    /MoolBoran
    /MS-Gothic
    /MS-Mincho
    /MSOutlook
    /MS-PGothic
    /MS-PMincho
    /MSReferenceSansSerif
    /MSReferenceSpecialty
    /MS-UIGothic
    /MVBoli
    /MyriadPro-Bold
    /MyriadPro-BoldCond
    /MyriadPro-BoldCondIt
    /MyriadPro-BoldIt
    /MyriadPro-Cond
    /MyriadPro-CondIt
    /MyriadPro-It
    /MyriadPro-Regular
    /MyriadPro-Semibold
    /MyriadPro-SemiboldIt
    /MyriadWebPro
    /MyriadWebPro-Bold
    /MyriadWebPro-Italic
    /Narkisim
    /News701BT-BoldA
    /News701BT-ItalicA
    /News706BT-BoldC
    /NewsGothicBT-Bold
    /NewsGothicBT-BoldItalic
    /NewsGothicBT-Italic
    /NewsGothicBT-Light
    /NewsGothicBT-Roman
    /NewsGothicBT-RomanCondensed
    /NI7SEG
    /NiagaraEngraved-Reg
    /NiagaraSolid-Reg
    /NSimSun
    /NuevaStd-BoldCond
    /NuevaStd-BoldCondItalic
    /NuevaStd-Cond
    /NuevaStd-CondItalic
    /Nyala-Regular
    /OCRAbyBT-Regular
    /OCRAExtended
    /OCRAStd
    /OCRB10PitchBT-Regular
    /OldEnglishTextMT
    /Onyx
    /OratorStd
    /OratorStd-Slanted
    /PalaceScriptMT
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /Papyrus-Regular
    /Parchment-Regular
    /Perpetua
    /Perpetua-Bold
    /Perpetua-BoldItalic
    /Perpetua-Italic
    /PerpetuaTitlingMT-Bold
    /PerpetuaTitlingMT-Light
    /PlantagenetCherokee
    /Playbill
    /PMingLiU
    /PMingLiU-ExtB
    /PoorRichard-Regular
    /PoplarStd
    /PrestigeEliteStd-Bd
    /Pristina-Regular
    /Raavi
    /RageItalic
    /Ravie
    /Rockwell
    /Rockwell-Bold
    /Rockwell-BoldItalic
    /Rockwell-Condensed
    /Rockwell-CondensedBold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /Rod
    /RosewoodStd-Regular
    /SakkalMajalla
    /SakkalMajallaBold
    /SchadowBT-Bold
    /SchadowBT-Roman
    /ScriptMTBold
    /SegoePrint
    /SegoePrint-Bold
    /SegoeScript
    /SegoeScript-Bold
    /SegoeUI
    /SegoeUI-Bold
    /SegoeUI-BoldItalic
    /SegoeUI-Italic
    /SegoeUI-Light
    /SegoeUI-SemiBold
    /SegoeUISymbol
    /ShonarBangla
    /ShonarBangla-Bold
    /ShowcardGothic-Reg
    /Shruti
    /Shruti-Bold
    /SimHei
    /SimplifiedArabic
    /SimplifiedArabic-Bold
    /SimplifiedArabicFixed
    /SimSun
    /SimSun-ExtB
    /SnapITC-Regular
    /Square721BT-Bold
    /Square721BT-BoldCondensed
    /Square721BT-Roman
    /Square721BT-RomanCondensed
    /Stencil
    /StencilStd
    /Swiss721BT-Black
    /Swiss721BT-BlackCondensed
    /Swiss721BT-Bold
    /Swiss721BT-BoldCondensed
    /Swiss721BT-BoldCondensedItalic
    /Swiss721BT-BoldItalic
    /Swiss721BT-Heavy
    /Swiss721BT-Italic
    /Swiss721BT-ItalicCondensed
    /Swiss721BT-Light
    /Swiss721BT-LightExtended
    /Swiss721BT-LightItalic
    /Swiss721BT-Roman
    /Swiss721BT-RomanCondensed
    /Sylfaen
    /SymbolMT
    /Tahoma
    /Tahoma-Bold
    /TektonPro-Bold
    /TektonPro-BoldCond
    /TektonPro-BoldExt
    /TektonPro-BoldObl
    /TempusSansITC
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /TraditionalArabic
    /TraditionalArabic-Bold
    /TrajanPro-Bold
    /TrajanPro-Regular
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /Tunga
    /Tunga-Bold
    /TwCenMT-Bold
    /TwCenMT-BoldItalic
    /TwCenMT-Condensed
    /TwCenMT-CondensedBold
    /TwCenMT-CondensedExtraBold
    /TwCenMT-Italic
    /TwCenMT-Regular
    /TypoUprightBT-Regular
    /Utsaah
    /Utsaah-Bold
    /Utsaah-BoldItalic
    /Utsaah-Italic
    /Vani
    /Vani-Bold
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /Vevey
    /Vijaya
    /Vijaya-Bold
    /VinerHandITC
    /Vivaldii
    /VladimirScript
    /Vrinda
    /Vrinda-Bold
    /Webdings
    /Wingdings2
    /Wingdings3
    /Wingdings-Regular
    /WP-ArabicScriptSihafa
    /WP-ArabicSihafa
    /WP-CyrillicA
    /WP-CyrillicB
    /WP-GreekCentury
    /WP-GreekCourier
    /WP-GreekHelve
    /WP-HebrewDavid
    /WP-MultinationalAHelve
    /WP-MultinationalARoman
    /WP-MultinationalBCourier
    /WP-MultinationalBHelve
    /WP-MultinationalBRoman
    /WP-MultinationalCourier
    /ZWAdobeF
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


